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Hide? Set Name Query Hit Count 

DB=USPT; PLUR^YES; OP^OR 
□ LI pro211 47 
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SCORE Search Results Details for Application 
749 anci searco itesy 

ai S ^ O §1 Si 



Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09903749 and Search Result us-09- 

903-749a-2.rapbn. 

start 

Go Back to previous page 

GenCore version 5.1.8 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: May 15, 2006, 21:19:57 



Title: 

Perfect score: 
Sequence : 

Scoring table : 



Search time 28 Seconds 
(without alignments) 
591.891 Million cell updates/sec 



US-09-903-749A-2 
2005 

1 MRLPRRAALGLLPLLLLLPP AEAEATEGESPTQLPSREDL 353 

BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 250354 seqs, 46948837 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1500 summaries 



250354 



Database 



Published_Appiicati 

1: /SIDS5/ptodata/l 

2: /SIDS5/ptodata/l 

3: /SIDS5/ptodata/l 

4 : /SIDS5/ptodata/l 

5: /SIDS5/ptodata/l 

6: /SIDS5/ptodata/l 

7: /SIDS5/ptodata/l 

8: /SIDS5/ptodata/l 

9: /SIDS5/ptodata/l 

10: /SIDS5/ptodata/ 

11 : /SIDS5/ptodata/ 

12: /SIDS5/ptodata/ 



ons_AA_New: * 
/pubpaa/US08 
/pubpaa/US06 
/pubpaa/US07 
/pubpaa/USOB 
/pubpaa/PCT 
/pubpaa/US09 
/pubpaa/US09 
/pubpaa/USlO 
/pubpaa/USlO 
1/pubpaa/USl 
1/pubpaa/USl 
l/pubpaa/US6 



NEW_PUB.pepl:* 
NEW_PUB.pep:* 
NEW_PUB.pep:* 
NEW_PUB.pep:* 
NEW_PUB.pep:* 
NEW_PUB.pep:* 
NEW_PUB.pepl : * 
_NEW_PUB.pep:* 
_NEW_PUB.pepl : * 
l_NEW_PUB.pep: * 
l_NEW_PUB.pepl :* 
0_NEW_PUB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 



No. 


Score 


Match 


Length 


DB 


ID 


Description 




1 


2005 


100.0 


353 


9 


US-10-131-826A-296 


Sequence 296, 


App 


2 


2005 


100.0 


353 


9 


US-10-973-115B-296 


Sequence 296, 


App 


3 


2005 


100.0 


353 


9 


US-10-137-873A-296 


Sequence 2 96, 


App 


4 


2005 


100.0 


353 


9 


US-10-152-370-296 


Sequence 296, 


App 


5 


2005 


100.0 


353 


11 


US-11-290-153-296 


Sequence 296 


App 
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1 TQT 

1 / o / 
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Q 
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1 f\ 

J-U 


y / 1 . b 


4 8 


. 5 


4 20 


i I 


y / 1 . b 


4 8 


. 5 


4 20 


12 


971.5 


48 


. 5 


420 


13 


971.5 


48 


. 5 


420 


1 4 


971.5 


4 8 


. 5 


4 20 


lb 


971.5 


4 8 


. 5 


4 20 


16 


971.5 


4 8 


. 5 


420 


17 


277,5 


1 3 


. 8 


1416 


18 


277.5 


1 3 


. 8 


14 94 


1 9 


277.5 


1 3 


. 8 


2086 


20 


277.5 


1 3 


. 8 


2313 




277.5 


1 3 


. 8 


2358 




oil c: 


1 3 


. 8 


24 39 




z / / . b 


1 3 


. 8 


24 58 


24 


211 .b 


1 3 


. 8 


2551 


25 


211 


1 3 


. 8 


2551 


26 


2 68.5 


1 3 


. 4 


2871 


27 


268.5 


1 3 


. 4 


3002 


28 


2 68 


1 3 


. 4 


1821 


29 


254 .5 


12 


. 7 


566 


30 


254 . 5 


1 2 


. 7 


601 


31 


254 .5 


1 2 


. 7 


652 


32 


2 54.5 


12 


. 7 


683 


33 


2 54.5 


1 2 


. 7 


703 


34 


254 .5 


1 2 


. 7 


703 


35 


254 


1 2 , 


. 7 


533 


JO 


o t; T 

z b J 


i z , 


a 
, o 


1323 


J / 


o t; T 

z b J 


i z . 


/- 

. D 


1327 


Jo 


o t; 1 
Z b J 


i z . 


/- 
, D 


1416 


39 


2 53 


1 2 . 


, 6 


1502 


4 0 


253 


1 2 . 


. 6 


1510 


4 1 


253 


12 . 


. 6 


2417 


4 2 


2 50 


12 . 


. 5 


3623 


4 3 


24 9.5 


12 . 


. 4 


2911 


4 4 


247 


1 2 . 


. 3 


997 


4 5 


244 


1 2 . 


. 2 


999 


4 6 


242.5 


1 2 . 


, 1 


1184 


4 7 


240.5 


1 2 , 


, 0 


14 00 


4 8 


2 38 


1 1 . 


. 9 


509 


4 9 


238 


1 1 . 


, 9 


509 


DU 


238 


1 1 . 


, 9 


509 


c 1 
Di 


238 


1 1 . 


. 9 


509 


oz 


238 


1 1 . 


. 9 


509 


0 J 


O "3 Q 

Z Jo 


1 1 . 


ft 
. y 


509 


yl 
04 


Z Jo 


1 1 . 


. 9 


536 


DO 


238 


1 1 . 


. 9 


542 


bo 


238 


1 1 . 


9 


964 


57 


238 


1 1 . 


9 


965 


58 


238 


11 . 


9 


965 


59 


238 


1 1 . 


9 


997 


60 


237 


1 1 . 


8 


536 


61 


237 


1 1 . 


8 


536 


62 


237 


1 1 . 


8 


536 


63 


237 


1 1 . 


8 


536 


64 


236 


1 1 . 


8 


536 


65 


236 


1 1 . 


8 


961 


66 


234.5 


1 1 . 


7 


572 


67 


2 32 


1 1 . 


6 


552 


68 


232 


1 1 . 


6 


1 375 


69 


232 


1 1 . 


6 


1376 


/u 


2 31.5 


1 1 . 


5 


204 


71 


231.5 


1 1 . 


5 


204 


72 


231.5 


1 1 . 


5 


4 21 


73 


231.5 


1 1 . 


5 


533 


74 


2 31.5 


1 1 . 


5 


533 


75 


231.5 


1 1 . 


5 


552 


76 


231 .5 


11. 


5 


552 


77 


231.5 


11. 


5 


552 


78 


231.5 


11. 


5 


552 


79 


231.5 


11. 


5 


552 


80 


231 .5 


11. 


5 


552 


81 


231 .5 


11. 


5 


552 



9 US-10-784-004-1228 
9 US-10-131-826A-290 
9 US-10-973-115B-290 
9 US-10-218-784-122 
9 US-10-219-061-122 
9 US-10-219-062-122 
9 US-10-219-064-122 
9 US-10-233-134-122 
9 US-10-137-873A-290 
9 US-10-152-370-290 
11 US-11-290-153-290 
11 US-11-128-059-60 
11 US-11-128-059-78 
11 US-11-128-059-82 
11 US-11-128-059-80 
11 US-11-128-059-74 
11 US-11-128-059-76 
11 US-11-128-059-94 
9 US-10-453-372-256 
11 US-11-128-059-96 
11 US-11-169-041-131 
9 US-10-821-234-916 

8 US-10-505-928-451 
11 US-11-065-695-2 
11 US-11-065-695-8 

9 US-10-821-234-1016 
11 US-11-065-695-6 

9 US-10-821-234-1412 
11 US-11-065-695-4 
11 US-11-128-059-58 
11 US-11-128-059-92 
11 US-11-128-059-84 
11 US-11-128-059-4 
9 US-10-453-372-252 
9 US-10-453-372-254 
9 US-10-453-372-228 
9 US-10-995-561-593 
11 US-11-090-617-706 
11 US-11-113-424-37 
11 US-11-113-424-36 
11 US-11-065-695-10 
9 US-10-821-234-1045 

8 US-10-196-749-52 

9 US-10-194-487-52 
9 US-10-195-883-52 
9 US-10-195-888-52 
9 US-10-195-889-52 
11 US-11-124-327-2 
9 US-10-453-372-30 
9 US-10-453-372-10 
11 US-11-137-465-58 
11 US-11-113-424-2 
11 US-11-147-047-51 
11 US-11-080-991-50 
9 US-10-453-372-6 

9 US-10-453-372-22 
9 US-10-453-372-24 
9 US-10-453-372-26 
9 US-10-453-372-28 
11 US-11-113-424-35 
9 US-10-453-372-16 
9 US-10-453-372-14 
9 US-10-995-561-809 
11 US-11-100-640-32 



9 


US- 


10 


-453 


-372 


-18 


9 


US- 


10 


-453 


-372 


-20 


9 


US- 


10 


-453 


-372 


-220 


9 


US- 


10 


-453 


-372 


-230 


9 


US- 


10 


-453 


-372 


-232 


9 


US- 


10 


-453' 


-372 


-234 


9 


US- 


10- 


-453- 


-372 


-238 


9 


US- 


10- 


-453- 


-372 


-242 


9 


US- 


10- 


-453- 


-372 


-244 


9 


US- 


10- 


-453- 


-372 


-246 


9 


US- 


10- 


-453- 


-372 


-248 


9 


us- 


10- 


-453- 


-372 


-250 



Sequence 1228 , Ap 
Sequence 290, App 
Sequence 290, App 
Sequence 122, App 
Sequence 122, App 
Sequence 122, App 
Sequence 122, App 
Sequence 122, App 
Sequence 290, App 
Sequence 290, App 
Sequence 290, App 
Sequence 60, Appl 
Sequence 78, Appl 
Sequence 82 , Appl 
Sequence 80, Appl 
Sequence 74, Appl 
Sequence 76, Appl 
Sequence 94, Appl 
Sequence 256, App 
Sequence 96 , Appl 
Sequence 131, App 
Sequence 916, App 
Sequence 4 51, App 
Sequence 2, Appli 
Sequence 8, Appli 
Sequence 1016, Ap 

Sequence 6, Appli 
Sequence 1412, Ap 
Sequence 4 , Appli 
Sequence 58, Appl 
Sequence 92 , Appl 
Sequence 84 , Appl 
Sequence 4, Appli 
Sequence 252, App 
Sequence 254, App 
Sequence 228, App 
Sequence 593, App 
Sequence 706, App 
Sequence 37, Appl 
Sequence 36, Appl 
Sequence 10, Appl 
Sequence 1045, Ap 
Sequence 52, Appl 
Sequence 52, Appl 
Sequence 52, Appl 
Sequence 52, Appl 
Sequence 52, Appl 

Sequence 2, Appli 
Sequence 30, Appl 
Sequence 10, Appl 
Sequence 58 , Appl 
Sequence 2, Appli 
Sequence 51, Appl 
Sequence 50, Appl 



Sequence 


6, Appli 


Sequence 


22, 


Appl 


Sequence 


24, 


Appl 


Sequence 


26, 


Appl 


Sequence 


28, 


Appl 


Sequence 35, 


Appl 


Sequence 


16, 


Appl 


Sequence 


14, 


Appl 


Sequence 


809, 


App 


Sequence 32, 


Appl 


Sequence 


18, 


Appl 


Sequence 


20, 


Appl 


Sequence 


220, 


App 


Sequence 


230, 


App 


Sequence 


232, 


App 


Sequence 


234, 


App 


Sequence 


238, 


App 


Sequence 


242, 


App 


Sequence 


244, 


App 


Sequence 


246, 


App 


Sequence 


248, 


App 


Sequence 


250, 


App 
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SCORE Search Results Details for Application 
09903749 and Search Result ys-"09-903-749a- 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09903749 and Search Result us-09- 

903-749a-2.rai. 

start 

Go Back to previous page 

GenCore version 5.1.8 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: May 15, 2006, 21:00:31 ; Search time 25 Seconds 

{without alignments) 
1167.381 Million cell updates/sec 

Title: US-09-903-74 9A-2 

Perfect score: 2005 

Sequence: 1 MRLPRRAALGLLPLLLLLPP AEAEATEGESPTQLPSREDL 353 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0,5 

Searched: 572060 seqs, 82675679 residues 



Total number of hits satisfying chosen parameters: 572060 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1500 summaries 



Database : Issued_Patents_AA: * 

1 : /cgn2_6/ptodata/ 1/iaa/ 5_C0MB . pep : * 

2 : /cgn2_6/ptodata/ 1/ iaa/ 6_C0MB .pep : * 

3 : /cgn2_6/ptodata/ l/iaa/H_COMB .pep : * 

4 : /cgn2_6/ptodata/l/iaa/PCTUS_COMB.pep:* 

5: /cgn2_6/ptodata/l/iaa/RE_COMB.pep: * 

6: /cgn2_6/ptodata/l/iaa/backf ilesl .pep :* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


2005 


100 


0 


353 


2 


US- 


09- 


907- 


794A-2 


Sequence 


2, 


Appli 


2 


2005 


100 


0 


353 


2 


US- 


09- 


905- 


125A-2 


Sequence 


2, 


Appli 


3 


2005 


100 


0 


353 


2 


us- 


09- 


902- 


775A-2 


Sequence 


2, 


Appli 


4 


2005 


100 


0 


353 


2 


us- 


09- 


906- 


700-2 


Sequence 


2, 


Appli 


5 


2005 


100 


0 


353 


2 


us- 


09- 


903- 


603A-2 


Sequence 


2, 


Appli 


6 


2005 


100 


0 


353 


2 


us- 


09- 


904- 


920A-2 


Sequence 


2, 


Appli 


7 


2005 


100 


0 


353 


2 


us- 


09- 


909- 


064-2 


Sequence 


2, 


Appli 


8 


2005 


100 


0 


353 


2 


us- 


09- 


905- 


381A-2 


Sequence 


2, 


Appli 


9 


2005 


100 


0 


353 


2 


us- 


09- 


906- 


618-2 


Sequence 


2, 


Appli 


10 


2005 


100 


0 


353 


2 


us- 


09- 


906- 


646-2 


Sequence 


2, 


Appli 


11 


2005 


100 


0 


353 


2 


us- 


09- 


904- 


462-2 


Sequence 


2, 


Appli 
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12 


2005 


100 


. 0 




Z 


Uj Uy yUZ 'J Dr\ Z 


Sequence 


2 , Appl i 


13 


2005 


100 


. 0 


353 


2 


II<^-nQ-Qnfi-79 9A-9 
uouy yuD 'Zz/\z 


Secjuence 


2 f Appl i 


14 


2005 


100 


. 0 


353 


9 

z 


XU X0O 4 jj 3D 


Secjuence 


DO 1 AppX 


15 


1887 


94 


^ 1 


329 


2 


fi-i RR-dcm-RR 

UOXUXo043jjO 


Sequence 


RP Af^r'kl 
DO 0 AppX 


16 


14 81.5 


7 3 


^ g 


348 


z 


iic_i n_i RR-dQt;_fiq 

Uo XU X0D 4jD Dj? 


Sequence 


oy, Appx 


17 


971.5 


48 


. 5 


4 20 


2 


11*^— nQ-Qm-7Qda-i dq 


Sequence 


1 AQ ai-ir> 

X u y , Ap p 


J. o 


971.5 


4 8 


. 5 


d 9/1 
4 zu 


9 
z 


Uo Uj yUD XZ 0/\ X U y 


Sequence 


1 AQ ^r\r^ 

xuy, ^PP 


1 Q 




»i o 


c 
. 3 


d 9n 
4 zu 


9 
Z 


!ic_nQ_Qri9_77[;ii-i no 
uo~uy~yuz— / / o a ~ x u y 


Sequence 


iuy, App 




971.5 


4 8 


. 5 


d 90 

4 ZU 


9 
z 




Sequence 


1 A Q a r\r\ 

X u y , "PP 




971.5 


4 8 


. 5 


4 20 


9 
z 


uo u J yu J ou j/\ xuy 


Sequence 


1 AQ Ar\r\ 

xuy, App 




971.5 


4 8 


. 5 


d 9n 

4 ZVJ 


9 
z 


ua uy yu4 yzu/\ xuy 


Sequence 


X u y , '^PP 


23 


971.5 


4 8 


. 5 


4 20 


2 


\j J \jy ^KJ^y U04 xuy 


sequence 


1 A Q Ai-M^ 

X u y , '^PP 


24 


971.5 


4 8 


. 5 


4 20 


2 


<j o jo x/\ xuy 


Q o 1 ^ r\ ^ A 

oequence 


1 AQ ar^r-4 

xuy, App 




971.5 


4 8 


5 


& oc\ 

4 ZU 


9 
z 


n<5-nQ-Qnfi-fii R-inq 
uouyyuooxoxuy 


Sequence 


1 A Q li »>rv 

xuy, App 


Z D 


J ' J. . o 


H o ■ 


c. 
■ o 


d 9n 

4 ZU 


9 
z 


iiq_nq_qnfi_fidfi-inQ 
ui> uy yuo~D4 o xvjy 


Seque nee 


xuy, App 


27 


971.5 


4 8 


5 


4 20 


9 
z 


tiq_nQ-Qnd-dfi9-iriQ 
U3 ^U4 4DZ xuy 


Sequence 


1 AQ Ar>F> 

xuy, App 


28 


971.5 


4 8 


5 


4 20 


9 
z 


nc;-nQ-Qfi9-7TfiA-i nQ 
ul> uy jvjz / J da xuy 


Sequen ce 


1 AQ ar^r> 

xuy, Ap p 






d ft 


c 
■ 3 


d 9n 
4 z u 


9 
Z 


iic— nQ_Qnfi_799A_i nq 
uj— uy — i)(jD~ / z ZA~ X u y 


Sequence 


iuy, App 




fi fin ^ 


d 9 

4 Z . 


q 


J jZ 


9 
Z 


uo~xu~x44 ~yzy~XDo 


Sequence 


i o b , App 


O J. 


fi7n 




. H 


111 


9 
Z 


iic_r>q_97n_7C7_ii ^ /i no 
uo~uy~z 1 \j— / o / ~4fifiuy 


Sequence 




32 


4 63.5 


23 


_ ]^ 


24 2 


9 
Z 


HQ— HQ — "^1 9 _ 9 P Tr*— '^q 


Sequen ce 


393, App 


33 


277.5 


1 3 


8 


1581 


Z 


HQ— fJQ — Qd Q — nn9— /I 1 A 


Sequence 


414, App 


34 


272 


1 3 


6 


1587 


2 


HQ- HQ — Q — nn9 — '^R/I 

uy~y4y uuz 034 


Sequence 


J 0 4 , App 


35 


2 68 .5 


1 3 


^ 4 


1935 


2 


TIQ-flQ-QdQ-m fi-lOdm 

UO P -74? UXO Xv4Uj 


Sequence 


1 A /I A 7 a 

X U 4 U J , A 


36 


2 68 .5 


1 3 




2871 


9 

z 


Vjy DOD UyZ XU'D 


Sequence 


1 A7 nr> 
X U / 0 , Ap 


37 


2 68 


1 3 




1656 


2 


iiQ-riQ-QdQ-m fi-79d7 

UJJ \J3 j4^ UXO 'Z4' 


Sequence 


7 9 d 7 ar^ 
' Z 4 / , Ap 


38 


268 


1 3 




1821 


2 


wou3y4 3UX Doyjo 


Sequence 


RQ'^R a»^ 
o y J o , Ap 


39 


256 


12 


. 8 


77 


9 

z 


HQ— nQ-fi9i — q7(; — doin 
uouyoziy /d~4Uxu 


Sequence 


^ A 1 A 7\»-v 

4 U i U , Ap 


40 


255.5 


12 . 


^ 7 


1253 


2 


U9-nfl-d7Q-799R-d 


Se quen ce 


4 , Appl i 


4 1 


255.5 


1 9 
1 z . 


~l 


1 9 

X Z O J 


9 
Z 


TTC — nq — <;q9 — fiQc^_/i 
Uo— uy — Dyz~Doo~4 


Sequence 


4 , App 1 i 


4 2 


254 .5 


12 


7 


57 5 


9 
Z 


HQ— riQ — QdQ — m fi — 1 1 9f^/l 

uo~uy y4 y uxo iizD4 


Sequence 


i X Z d4 , A 


4 3 


O^A ^ 


I z . 


7 


D / O 


9 


HQ— nq — Q/1 q — ni i i occl 


Sequence 


11265, A 


H. 4 




1 z . 


7 


t; T t; 


9 
Z 


HQ — nq — Q/i Q — m f; i i occ 

ub-uy— y^y-uio-iizDo 


Sequence 


11266, A 






1 z . 


7 


t; T t; 


9 
Z 


HQ — nq — QjI Q — ni £^ i i oct 

ui>-uy-y4y-uxD-iizb / 


Sequence 


11267, A 


*1 D 


9 Rd R 


1 9 
1 z . 


7 


Ci9 
DOZ 


X 


H Q— OP — 9 1 _ -3 Pi C O 


Sequence 


2, Appli 


H f 


9 R 


1 9 
1 z . 


7 


00 ' 


9 
Z 


HQ — nq — Q/1 q — ni i i tcc: 
ui>-uy— y4y-uxo-xiJoD 


Sequence 


11365, A 


4 8 


254.5 


1 2 


7 


fi R7 


9 
Z 


uo— uy — y4 y — uxo~xxjDO 


Sequence 


X X Jo b , A 


4 9 


254 .5 


1 2 . 


_ 7 


657 


2 


UQ-nQ-QdQ-ni fi-1 1 '^fi7 

\J J U3 j4j7 UXD XXOD' 


Sequence 


X X J D / , A 


50 


254 . 5 


12 . 


, 7 


657 


2 


11*^-09-949-01 1 3fift 


otrqucliCc 


1 1 "^fifi a 

X X O O O , A 


51 


254.5 


1 2 


^ 7 


677 


2 


lIc:-OQ-QdQ-01 fi-1 1 "^fiQ 


Sequence 


1 1 TfiQ a 
X X J D y , A 


52 


254.5 


1 2 


7 


677 


9 
z 


tlQ-OQ-QdQ-OI fi-1 1 T70 
uouy y4yuxDxxj / u 


Sequence 


1 1 T7A a 

X X J / u , A 


53 


254 . 5 


1 2 


7 


677 


2 


irq-OQ-QdQ-OI fi-1 1 "^71 
UO U3 yHy UXDXXO'X 


Sequence 


1 1 ^7 1 a 

X X J / X , A 


54 


254.5 


12 . 


. 7 


677 


2 


HQ_n9-949-01 fi-1 1 "^79 




X X J / Z , A 


55 


2 50 


1 9 
1 z . 


5 


1 ft 

X O O J 


9 
z 


HQ — riR— /17Q — 799n_9 
Uo UO 4 'y f^d.a 


Sequence 


2, Appli 


56 


2 50 


1 9 
J. z < 


5 


1 ft "^"^ 

X O J J 


9 
Z 


HQ-OQ- RQ9-fiflR-9 

uouy3yz^Doo~z 


Sequence 


2, Appli 


57 


2 50 


1 9 

1 Z . 


5 


i O J J 


4 


PnT — HQ qci- ri99Ci1 — 1 P 
cK^l UoyD~UZZDX Xt3 


Sequence 


1 8 , App 1 


58 


248 


1 9 
X Z • 


. 4 


X X UD 


9 
Z 


HQ — nq — q/i q — m fi — qfio;^ 
uo — uy — y4 y uxo~yDZD 


Sequence 


9626, Ap 


59 


24 7 


1 9 
X Z • 


3 




9 
Z 


HQ — nq — 7/1 7 — '57 1 - T 

Uo uy /4 ' J/x J 


Sequence 


3, Appli 


60 


24 6.5 


12 . 


3 


1 9 1 
X Z 0 X 


4 


Dr'T— HQ qc^ — n99c;i — i 
trv^i uoyo~uzzjX j 


Sequence 


3, Appli 


6 1 


9 d fi R 
Z 4 D . D 


1 9 
1 z . 


. J 


1 O CL 9 
X Z OZ 


1 
1 


HQ — PiQ iqq TPA T 

uo~uo — xyy - / cju— J 


Sequence 


3 , App 1 i 


62 


246.5 


1 2 . 


3 


1252 


]^ 


n^-OR-?i fi-fiRO-"^ 


Seque nee 


3 , App 1 i 


63 


24 6 


1 2 


3 


140 


2 


nQ-OQ-970-7fi7-RQftdO 


Sequence 


Q Q /I A B 
D y Ofi U , A 


64 


244 


1 2 , 


2 


999 


2 


IIQ-0Q-7d7-T71 - 9 


Sequence 


2, Appli 


65 


240.5 


12 . 


. 0 


996 


2 


11*^-09-94 9-01 fi-R9Rd 




R9Rd Ar^ 
O Z D 4 , Ap 


66 


240.5 


12 , 


0 


1394 


2 


IJ 9-09-94 9-01 fi-S971 




5971, Ap 


67 


240.5 


12 . 


0 


1394 


6 


S 1 77 1 97-30 




517 71 97 


68 


239 


1 1 . 


9 


676 


]_ 


nS-0R-9fl9-1d1-d 


Seque nee 


4 , App X 1 


69 


239 


1 1 . 


9 


676 


]^ 


Ucl-OR-dT^-d'^d-'^ 

UD UO 4jj 404 J 


Sequence 


3 , App 1 i 


70 


239 


1 1 . 


9 


676 


]_ 


lIQ-OR-dT^-d'^fi-'^ 
\J J UO 4 J O 4 O D J 


Seque nee 


J , App 1 1 


71 


2 39 


XI. 


q 


fi7fi 


1 

X 


HQ — np_/i "^P-Pfi'i — T 

Uo UO~ftjO~OOj — J 


Sequence 


3 , App 1 i 


10 


Z J J 


X X . 


q 


fiTfi 
D ' O 


X 


HQ — nP — j1 ') P —P£/1 1 


Sequence 


3 , App 1 i 


73 


9 

Z J ^ 


X X . 


q 




9 
Z 


HQ — AP — /I "3 P —P*; O 1 

Ui)-Uo-4Jo-ooz-J 


Sequence 


3, Appli 


74 


9 

z J y 


XX. 


q 


fi7 fi 


9 
Z 


T T Q — AP — f;*? P — 9 j1 T "5 
U i3-UO -DZ O- /4 /-J 


Sequence 


3, Appli 




0 T Q 

z J y 


XI. 


Q 


O / D 


o 
Z 


ITC AP yl A O O C "3 1 

Ub-Uo-4Uz-zDJ-J 


Sequence 


3 , App 1 i 


76 


9 "^Q 
z o:? 


1 1 

XX. 


q 


fi7 fi 


9 
Z 


HQ — AQ— /I /I '7— Pf^f^D— "3 
UO~UO~44 J— ODOD~J 


Sequence 


3, Appli 


77 


2 38 


1 1 . 


9 


509 


2 


IIQ-OQ-Qn7 -7 Qd A- 1 ^ 

uo uy yu / /y4A~jX3 


Sequence 


lit; a— _ 
J X 0 , App 


78 


238 


1 1 . 


9 


509 


9 
Z 


H Q — AQ - QA t^ _ 1 9 t^a _ T 1 R 

uo — uy-yuD-xz da o x d 


Sequence 


315, App 


79 


zoo 


1 1 

XX. 


q 


O U J 


9 
Z 


H Q_ A Q — QA 9 -T9 l^n — T 1 c; 

uo~uy~yuz- / / da— j x d 


Sequence 


315, App 




9 

Z jE3 


1 1 
X i . 


q 




9 
Z 


HQ — AO — QAft TAA Tl c; 


Sequence 


315, App 


81 


238 


11 . 


9 


509 


2 


US-09-903-603A-315 


Sequence 


315, App 


82 


238 


11. 


9 


509 


2 


US-09-904-920A-315 


Sequence 


315, App 


83 


238 


11. 


9 


509 


2 


US-09-909-064-315 


Sequence 


315, App 


84 


238 


11. 


9 


509 


2 


US-09-905-381A-315 


Sequence 


315, App 


85 


238 


11. 


9 


509 


2 


US-09-906-618-315 


Sequence 


315, App 


86 


238 


11. 


9 


509 


2 


US-09-906-646-315 


Sequence 


315, App 


87 


238 


11. 


9 


509 


2 


US-09-904-462-315 


Sequence 


315, App 
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Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 09903749 and Search Result us-09- 

903-749a-2.rup. 

start 

Go Back to previous page 

GenCore version 5.1.8 
Copyright {c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on: 



Title: 



May 15, 2006, 21:01:41 ; Search time 231 Seconds 

(without alignments) 
1078.145 Million cell updates/sec 

US-09-903-749A-2 



Perfect score: 2005 



Sequence : 



1 MRLPRRAALGLLPLLLLLPP AEAEATEGESPTQLPSREDL 353 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2166443 seqs, 705528306 residues 

Total number of hits satisfying chosen parameters: 2166443 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1500 summaries 

Database : UniProt_05 . 80 : * 

1: uniprot_sprot : * 
2: uniprot_trembl : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 


Score 


Query 
Match 


Length 


DB 


ID 


Description 


1 


2005 


100 


0 


353 


2 


Q6UXH1_HUMAN 


Q6uxhl 


homo sapien 


2 


1995 


99 


5 


353 


2 


Q86UCO HUMAN 


Q86uc0 


homo sapien 


3 


1787 


89 


1 


321 


2 


Q9BU4 7 HUMAN 


Q9bu4 7 


homo sapien 


4 


1553 


77 


5 


349 


2 


Q4G063 RAT 


Q4g063 


rattus norv 


5 


1533.5 


76 


5 


350 


2 


Q9CYA0 MOUSE 


Q9cya0 


mus musculu 


6 


1481 .5 


73 


9 


348 


2 


Q60438 CRIGR 


Q60438 


cricetulus 


7 


1465 


73, 


1 


284 


2 


Q4W0V0 HUMAN 


Q4wOvO 


homo sapien 


8 


1209 


60. 


3 


361 


2 


Q5XH36 XENLA 


Q5xh36 


xenopus lae 


9 


1184 


59, 


1 


361 


2 


Q4V7M2 XENLA 


Q4v7m2 


xenopus lae 


10 


1058 


52. 


8 


296 


2 


Q4STE9 TETNG 


Q4ste9 


tetraodon n 


11 


1020.5 


50. 


9 


341 


2 


Q7SXF6 BRARE 


Q7sxf6 


brachydanio 


12 


1019.5 


50. 


8 


341 


2 


Q5RFU8 BRARE 


Q5rfu8 


brachydanio 


13 


992.5 


49. 


5 


4 08 


2 


Q58CS1 BOVIN 


Q58csl 


bos taurus 


14 


992.5 


49. 


5 


420 


2 


Q5EA4 6 BOVIN 


Q5ea46 


bos taurus 


15 


981 


48. 


9 


420 


2 


Q4V7F2_RAT 


Q4v7f2 


rattus norv 
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16 


971,5 


4 8 


c 
. 3 


4 20 


2 


Q8NFT4 HUMAN 


Q8nf t4 


homo sapien 


17 


969 


A Q 
H O 


. 3 


4 22 


2 


Q96HD1 HUMAN 


Q96hdl 


homo sapien 


18 


y DO . 3 


A Q 


•3 

. 3 


/ OA 

^ zu 


2 


f\ n 1 \/ P\ T Xjl/^t f C T"* 

yyixu/ MOUbE 


Q91xd7 


mus musculu 


1 9 


y oy . o 


/I T 


Q 

. y 




2 


yyY4uy HUMAN 


Qyy409 


homo sapien 


20 


950 


4 7 


. 4 


4 22 


2 


Q6I9X5 HUMAN 


Q6i9x5 


homo sapien 


21 


84 4 


4 2 


. 1 


367 


2 


Q4RJU5 TETNG 


Q4 r ju5 


tetraodon n 


22 


699 


34 


. 9 


124 


2 


Q659B4 HUMAN 


Q659b4 


homo sapien 


23 


670 


33 


. 4 


0 "7 /I 


2 


Q9VPJ0 DROME 


Q9vpj0 


drosophila 


0 /! 
£.H 


DDI 


3 J 


A 

. u 


Q1 

3 y J. 


0 
z 


^RTTM A nKIA>/"a 

y3iyLU ANUoA 


Q5 tqlO 


anopheles g 


ZD 




"5 9 
3Z 


. 1 


1 "1 Q 

J i y 


z 


y/yji'u anocjA 


Q7q3p0 


anopheles g 


0 


Q Q R 

3 y y , o 


9 Q 

z y 




1 b3 


0 

z 




r\Of^ -Trt Q 

yyd tey 


oncorhynchu 


z / 


jfl u 


9 a 

Z u 


. y 


"5 C 
33b 


0 

z 


y 1 y Z b / CALb L 


Q19267 


caenorhabdi 


28 


519 


Z3 


. y 


330 


2 


Qdz3K4 CAEBR 


Q623k4- 


caenorhabdi 


29 


4 23 


2 1 


. 1 


1 T 0 
i / Z 


2 


Q8BY28_MOUSE 


Q8by28 


m mus muscu 


30 


296.5 


1 4 


. 8 


t; *} it 

33D 


2 


Q3RG03_BRARE 


Q5rg03 


brachydanio 


31 


286.5 


1 4 


. 3 


704 


1 


FBLN1_CHICK 


073775 


gallus gall 


32 


279 . 5 


1 3 


. 9 


937 


2 


Q9BLJ1 CIOIN 


Q9bl j 1 


ciona intes 


33 


279 


1 3 


. 9 


2360 


2 


Q7YZP0_EIMMA 


Q7yzp0 


eimeria max 


34 


277 . 5 


1 3 


. 8 


2551 


1 


STAB2_HUMAN 


Q8wwq8 


h stabilin- 


35 


276.5 


1 3 


. 8 


14 31 


1 


STAB2_RAT 


Q8cfni6 


rattus norv 


36 


274.5 


1 3 


. 7 


2559 


1 


STAB2_M0USE 


Q8r4uO 


mus musculu 


37 


274 .5 


1 3 . 


. 7 


2871 


1 


FBNl PIG 


Q9tv36 


sus scrofa 


1 o 
JO 


272 


1 3 . 


. 6 


1587 


2 


000508 HUMAN 


v-v r\ r\ 

000508 


homo sapien 


39 


271.5 


1 3 , 


. 5 


1511 


2 


0754 1 2_HUMAN 


075412 


homo sapien 




z /i 


1 3 , 


. 5 


0 1 Q Q 

z ioy 


2 


QyBIOb EIMTE 


Q9bi05 


eimeria ten 


/1 1 


Z /U . 0 




c 
. 3 


303/ 


z 


Uoao4U MOUbti 


08884 0 


mus musculu 


A 0 
H C 


OTA 

z /u 




c 
. 3 


9 Q T 1 
Zo / 1 


1 


r D KT 1 D f T M 

r bN 1 BOViN 


P98133 


bos taurus 


A 1 
H J 


Z by . o 




A 

. 4 


30 b4 


z 


V b i MU b CALB R 


Q61md6 


caenorhabdi 


4 4 


2 68 . 5 


1 3 . 


. 4 


2871 


1 


FBN 1 HUMAN 


P35555 


homo sapien 


4 5 


2 68 .5 


1 3 . 


. 4 


2871 


2 


Q /3N8 / HUMAN 


Q75n87 


homo sapien 


4 6 


2 68 


1 3 . 


, 4 


1700 


2 


Q59EE6 HUMAN 


Q59ee6 


homo sapien 


47 


2 68 


1 3 . 


. 4 


1821 


1 


LTBP2 HUMAN 


Q14767 


homo sapien 


48 


2 68 


1 3 . 


. 4 


1821 


2 


Q6AZ94 HUMAN 


Q6az94 


homo sapien 


4 9 


2 66.5 


1 3 . 


. 3 


64 4 


1 


ClQRl MOUSE 


089103 


mus musculu 


50 


266 . 5 


13 . 


. 3 


1666 


1 


LTBP4_M0USE 


Q8k4gl 


mus musculu 


51 


264 . 5 


1 3 . 


. 2 


1560 


2 


Q5JSG7_HUMAN 


Q5jsg7 


homo sapien 


52 


264 . 5 


1 3 . 


. 2 


2809 


1 


FBN 3 HUMAN 


Q75n90 


homo sapien 


53 


2 64 


1 3 . 


. 2 


1842 


1 


LTBP2 BOVIN 


Q28019 


bos taurus 




263 


1 3 , 


. 1 


567 


2 


Q4RZ38 TETNG 


Q4 r238 


tetraodon n 


DO 


2 63 


1 3 . 


, 1 


708 


2 


Po /363 CHICK 


P87363 


galius gall 


0 D 


z b J 


1 1 

i J , 


1 

, i 


1 Q "7 T 

io / / 


1 


rCbK3 nOUbh 


Q04 592 


mus musculu 




z OZ . 3 


i 3 - 


1 


lib/ 


z 


A C V a T" 1 MAI ICE* 


Q6kat 1 


mus musculu 


Do 


Z OZ . 3 


1 1 


1 

. i 


\1 C^A 

± / b^ 


1 


LlbrZ KAl 


035806 


rattus norv 


C^Q 

Dy 


0 0 c: 
Z OZ . 3 


i o . 


, 1 


2872 


2 


yywuHo KAl 


Q9wuh8 


rattus norv 


DU 


Z OU . 3 


1 3 . 


. U 


ceo 
bby 


z 


U / 34 4 i HUMAN 


0754 4 1 


homo sapien 


0 i 


Z bU . 3 


1 T 
1 J . 


. u 


2884 


2 


U4 bnN i 1 h 1 N(j 


Q4shnl 


tetraodon n 


62 


2 60 . 5 


1 3 . 


. 0 


23015 


2 


Q8IQ18 DROME 


Q8iql8 


drosophila 


63 


260 


1 3 . 


. 0 


754 


2 


Q5TNY8_ANOGA 


Q5tny8 


anopheles g 


64 


2 59.5 


1 2 . 


. 9 


893 


2 


Q8MJK0_CERAE 


Q8mjkO 


cercopithec 


65 


257 . 5 


12 . 


. 8 


652 


2 


Q8IXK1_HUMAN 


Q8ixkl 


homo sapien 


66 


256.5 


12 . 


8 


652 


1 


C1QR1_HUMAN 


Q9npy3 


homo sapien 


67 


256.5 


12 . 


. 8 


671 


2 


Q59EB6_HUMAN 


Q59eb6 


homo sapien 


bo 


Z 3b . 3 


i Z . 


8 


705 


1 


FBLNl MOUSE 


Q08879 


mus musculu 


69 


256.5 


1 2 . 


8 


1302 


1 


LTBP3_HUMAN 


Q9nsl5 


homo sapien 


/u 


2 56 


12 . 


8 


12 68 


1 


LTBP3_M0USE 


Q61810 


mus musculu 


/ i 


o c c 

Z 33 


12 . 


7 


2532 


2 


Q629H6_CAEBR 


Q629h6 


caenorhabdi 


"7 O 


Z 34 . 3 


1 2 . 


7 


703 


1 


FBLNl_HUM7u>I 


P23142 


homo sapien 


/ J 


Z 34 


I z . 




64 3 


1 


ClQRl RAT 


Q9et61 


rattus norv 


/ 4 


Z 3 J . 3 


1 9 
1 Z . 


c 

b 


917 


2 


yy V4 Bo DKOMb 


Q9v4b8 


drosophila 




o c; 1 
Z 30 


1 O 

1 Z . 


6 


2585 


2 


Q23387_CAEEL 


Q23587 


caenorhabdi 


76 


252 . 5 


12 . 


6 


2871 


1 


FBN1_M0USE 


Q61554 


mus musculu 


77 


2 52 . 5 


12 . 


6 


2907 


1 


FBN2_M0USE 


Q61555 


mus musculu 


/o 


252 


12 . 


6 


1976 


2 


Q4RT51_TETNG 


Q4 rt51 


tetraodon n 


79 


252 


12 . 


6 


3623 


2 


Q5VTA6_HUMAN 


Q5vta6 


homo sapien 


80 


251.5 


1 2 . 


5 


941 


2 


Q54 YPO^DICDI 


Q54yp0 


dictyosteli 


8 1 


251.5 


12 . 


5 


1174 


2 


Q99K58 MOUSE 


Q99k58 


mus musculu 


82 


250 . 5 


12 . 


5 


403 


2 


Q4R3X4 MACFA 


Q4r3x4 


macaca fasc 


83 


2 50 . 5 


1 2 . 


5 


2225 


2 


Q57 1J3 MOUSE 


Q571 j 3 


mus musculu 


Q A 
OH 


2 50 


1 2 . 


5 


569 


2 


Q7PMF9 ANOGA 


Q7pmf 9 


anopheles g 


85 


250 


1 2 . 


5 


1813 


\ 


T TRP9 Mnn<^r 


wuD y y 3 


mu s mu s c u 1 u 


86 


250 


12. 


5 


2571 


1 


STAB1~M0USE 


Q8r4y4 


mus musculu 


87 


250 


12. 


5 


34 94 


2 


Q7LC53 HUMAN 


Q71c53 


homo sapien 


88 


250 


12. 


5 


3623 


2 


0604 94 HUMAN 


060494 


homo sapien 


89 


249.5 


12. 


4 


2911 


1 


FBN2_HUMAN 


P35556 


homo sapien 


90 


249 


12. 


4 


2906 


2 


Q9WUH9 RAT 


Q9wuh9 


rattus norv 


91 


248.5 


12. 


4 


1696 


1 


PCSK5_BRACL 


Q9njl5 


branchiosto 
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This page gives you Search Results detail for the Application 09903749 and Search Result us-09- 

903-749a-2.rup. 

start 

Go Back to previous pace 

GenCore version 5.1.8 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: May 15, 2006, 21:01:41 ; Search time 231 Seconds 

(without alignments) 
1078.145 Million cell updates/sec 

Title: US-09-903-74 9A-2 

Perfect score: 2005 

Sequence: 1 MRLPRRAALGLLPLLLLLPP AEAEATEGESPTQLPSREDL 353 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2166443 seqs, 705528306 residues 

Total number of hits satisfying chosen parameters: 2166443 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1500 summaries 

Database : UniProt_05 . 80 : * 

1 : un ip ro t_sp ro t : * 
2: uniprot_trembl : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


2005 


100 


0 


353 


2 


Q6UXH1 HUMAN 


Q6uxhl 


homo sapien 


2 


1995 


99 


5 


353 


2 


Q86UC0 HUMAN 


Q86uc0 


homo sapien 


3 


1787 


89 


1 


321 


2 


Q9BU4 7 HUMAN 


Q9bu4 7 


homo sapien 


4 


1553 


77 


5 


349 


2 


Q4G063_RAT 


Q4g063 


rattus norv 


5 


1533.5 


76 


5 


350 


2 


Q9CYA0 MOUSE 


Q9cyaO 


mus musculu 


6 


1481 .5 


73 


9 


348 


2 


Q60438 CRIGR 


Q60438 


cricetulus 


7 


1465 


73 


1 


284 


2 


Q4W0VO HUMAN 


Q4w0v0 


homo sapien 


8 


1209 


60 


3 


361 


2 
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